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What is Claimed is: 

1 . An isolated polypq)tide comprising an amino add sequence select^ from the group 
consisting of ; 

5 a) an amino acid sequence selected from the group consisting of SEQ TD NO: 1 -39» 

b) a naturally occurring amino acid sequence having at least 90% sequence identity to an 
amino add sequence selected from the group consisting of SEQ ID NO:l-39, 

c) a biologically active fragment of an amino add sequence selected from the group 
consisting of SEQ ID NO:l-39, and 

10 d) an immunogenic fragment of an amino add sequence selected from the group consist!^ 

ofSEQIDNO:l-39, 

2. An isolated polypeptide of claim 1 selected from the group consisting of SEQ ID NO: 1 - 

39. 

15 

3. An isolated polynucleotide encoding a polypq)tide of claim 1 , 

4. An isolated polynucleotide encoding a polypeptide of claim 2. 

20 5. An isolated polynucleotide of claim 4 selected from the group consistmg of SEQ ID 

NO:40-78. 

6. A recombinant polynucleotide comprising a promoter sequence opwably linked to a 
polynudeotide of claim 3* 

25 

7. A cell transformed with a recombinant polynucleotide of claim 6, 

8. A transgenic organism comprising a recombinant ix>lynudeodde of daim 6. 

30 9. A method for producing a polypeptide of claim 1 , the method conprising: 

a) cultuiing a cell undex conditions suitable for expression of the polypeptide^ wb»^ said 
cell is transfonned witii a recombinant polynucleotide, and said recombinant polynudeotide 
comprises a promoter sequence operably linked to a polynudeotide encoding the polypeptide of claim 
1, and 

35 b) recovering the polypeptide so expressed. 



1 
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10. An isolated antibody which specifically binds to a polypeptide of daim 1 . 

1 L An isolated polynucleotide comprising a polynucleotide sequence selected firom the 
group consisting of: 

5 a) a polynucleotide sequence selected fi'om the group consisting of SEQ ID NO:40-78, 

b) a naturally occurring polynucleotide sequence having at least 90% sequence identity to a 
polynucleotide sequence sdected from the group consisthig of SEQ ID NO:40-78, 

c) a polynucleotide sequence conq)lementary to a), 

d) a polynucleotide sequence complementary to b)» and 
10 e) an RNA equivalent of a)-d). 

12. An isolated polynucleotide comprising at least 60 contiguous nu^lc^ 
polynucleotide of daim 1 1 . 

15 1 3. A method for detecting a target polynucleotide in a sample, said target polynucleotide 

having a sequence of a polynudeotide of claim 1 1, the method comprising; 

a) hybridizing the sample with a probe conq)rising at least 20 contiguous nucleotides 
comprising a sequence complementary to said target polynucleotide in the sample, and which probe 
specifically hybridizes to said target polynucleotide, under conditions whereby a hybridization 

20 complex is formed between said probe and said target polynudeotide or fragments thereof, and 

b) detecting the presences absence of said hybridization complex, and, optionally, if 
„ present, the amount thereof. 

14. A method of claim 13. wherein the probe comprises at least 60 contiguous nucleotides. 

25 

15. A metiKxl for detecting a target polynucleotide hi a sample, said target polynucleotide 
having a sequence of a polynudeotide of daim 1 1 , the metiKxJ comprising: 

a) amplifying said target polynudeotide or fragment th^eof using polymo^ chain reaction 
anqplification, and 

30 b) detecting the presence or absence of said amplified target polynucleotide or fragment 

th^eof, and, optionally, if present, the amount thereof. 

1 6. A composition comprising an effective amount of a polypeptide of daim 1 and a 
pharmaceuttcally acceptable exdpient 

35 



114 
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17. A composition of claim 16, wherein the polypq)tide comprises an amino add sequence 
selected from the group consisting of SEQ ID NO: 1-39. 

18. A method for treating a disease or condition associated with decreased expression of 
functional GCREC, comprising administering to a patient in need of such treatment the composition 
of claim 16. 

19. A method for scre^ng a compound for effectivraess as an agonist of a polypq)tide of 
claim 1, the method comprising: 

a) exposing a sample comprising a polypeptide of claim 1 to a compound, and 

b) detecting agonist activity in the sample. 

20. A composition comprising an agonist compound identified by a method of claim 1 9 and 
a pharmaceutically acceptable excipient 

21. A method for treating a disease or condition associated with decreased expression of 
functional GCREC, comprising administering to a patient in need of such treatment a composition of 
daim 20. 

22. A method for scre^iing a compound for effectiveness as an antagonist of a polypeptide 
of claim 1 , the m^od comprising: 

— a) exposing a sample comprising a polypeptide of daim 1 to a compound, and 
b) detecting antagonist activity in the sample, 

23. A composition comprising an antagonist compound identified by a method of claim 22 
and a pharmaceutically acceptable exdpi^. 

24. A method for treating a disease or condition assodated with overexpression of functional 
GCREC, comprising administering to a patient in need of such treatment a composition of claim 23. 

25. A method of screening for a compound that specifically bmds to the polyp^tide of claim 
1, said method comprisii^ the steps of: 

a) combiningthepolypeptideof daim 1 with at least one test con^u^ 
conditions, and 

b) detectingbindtngof the polypq)tide of daim 1 to the test compound, therd)yidei^^ 

115 . 
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10 



compound that specifically binds to the polypeptide of Claim 1. 

26. A method of saeening for a conqxjund that modulates the activity of the polypeptide of 

# 

daim 1. said method conprising: 

a) combinuigthepolypeptideof daim Iwithatleastonetestcompoundunder conditions 

permissive for the activity of flie polypq)tide of daim 1 , 

b) assessingtheactivityofthepolypeptideofdaiml in thepresenceofthetest compound, and 

c) comparing the activity of the polypeptide of daim 1 in the presence of the test conqxwnd 
with the activity of the polypeptide of daim 1 in the absence of the test compound, whcrdn a diange in 
the activity of the polypeptide of claiml in the presence of the test compound is tadicatlve of a 

compound that modulates the activity of the polypeptide of dahn 1 . 



27. A method for saeening a compound for effectiveness in altering expression o^ 
polynucleotide, wherein said target polynudeotide comprises a sequence of daim 5. the method 

IS conqjrising: 

a) exposingasanq)lecanq)risingthetargetpolynucleotidetoacompound. under conditions 

suitable for the expression of tiie target polynudeotide, 

b) detecting altered expression of tiie target polynudeotide, and 

c) con?)aringtheexpressionoftiietargetpolynudeotideinthepresenceofvarying amounts of 
20 thecon^KJundandintheabsaiceoftheconqxJund. 

28. A metiiod for assessing toxidty of a test compound, said method comprising: 

a) treating a biological sample containing nucldc adds with the test compound; 

b) hybridizing the nucleic adds of the treated biological sample wfth a probe comprising at 
25 least 20 contiguous nudeotides of a polymicleotide of claim 1 1 under conditions whereby a spedfic 

hybridization complex is formed between said probe and a target polynucleotide in Ihe biological 
sample, said target pdynucleotide con^rising a polynudeotide sequence of a polynucleotide of daim 
1 1 or fragment thereof; 

c) quantifying the amount of hybridization complex; and 

30 d) comparing tiie amount of hybridization complex in the treated biological sample witii tiie 

amount of hybridization complex in an untreated biological sample, wherein a difference in the 
amount of hybridization complex in tiie treated biological sample is indicative of toxidty of tiie test 
compound. 
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gctgtccctg tccctgtcca tgtatctggt cacggtgctg aggaacctgt tcagcatcct 240 

ggctgtcagc tctgactgcc ccctccacac ccccatgtac ttctCcctct ccaacccgtg 300 

ctggcctgac atcggtttca cctcggccat ggttcccaag atgattgtgg acacgcagtc 360 

gcatagcaga gtcatctctc atgcgggctg cctgacacag atgtctttcc tgctccttgt 420 

tgcatgtata gaaggcatgc tcctgactgt gatggcctat gactgctttg tagccatctg 480 

tcgccctctg cactacccag tcatcgtgaa tcctcacctc tgtgtctttt tcgttttggt 540 

gtcctttttc cttagcctgt tggattccca gctgcacagt tggattgtgt tacaattaac 600 

catcatcaag aatgtggaaa tctctaattt ggtctgtgac ccctctcaac ctctcaatct 660 

tgcctgttct gacagcgtca tcaataacat attcatatat ttcgatagta ctatgtttgg 720 

ttttcttccc atttcaggga tctttttgtc ttactataaa attgtcccct ccattctaag 780 

gatttcatcg tcagatggga agtataaagc cttctccacc tgtggctgtc atctagcagt 840 

tgtttgctgg ttttatggaa caggcattgg catgtacctg acttcagctg tgtcaccacc 900 

ccccaggaat ggtgtggtgg catcigtgat gtacgctgtg gtcaccccat gctgaacctc 960 

ttcatctgca gcctgagaaa cagggacata caaagtgccc tgcggaggct gggcagcaga 1020 

gcattcgaat ctcatgacct gttccatcct ttttcttgtg tgggtgageia agggcaatca 1080 

cattaaaCct ctttatctgc aaaaaaaaaa 1110 
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tgcacacgcc 
ctagcgtiggt 
gccactgcac 
tcrsrcgfftgat 
tcgtctcccc 
actcggttgc 
accacttcat 
c taccgagaa 
tcctggcctc 
ggaggagggc 
cggccatc ta 
tatcgctctt 
ataagaaagt 
ggcagtgztgt 
ccttagtgag 
gtcctaagga 



cgactggcct 
cttgac#ggc 
catgtactac 
gccgccgctg 
ggcccagctg 
ggctctggac 
gcgcctatgt 
gcaaaccgcg 
ctgtgagctg 
ccagatgttc 
c tacgg tgcc 
ggtgggcacg 
cacctacctg 
ctacaccgtg 
gaagggggca 
agttggggzig 
tcagtttaga 
gtccaatggg 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

109S 



<210> 62 
<211> 1665 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> mis cofeature 
<223> Incyte ID No: 



3275821CB1 



<400> 62 

ttcctacctt 

ggactccatg 

gacaatggcg 

actcggtcat 

tggggacccc 

cgcacagagc 

gtggccctgc 

caggcccggc 

gacttcttgt 

cggccgctgg 



cactgattct 
aggtcatcca 
cagggaggga 
tcacaccatc 
aaatggacac 
ttgatgatga 
tgctecttgg 
atggagctgg 
tcctggcagc 
ggacagctgc 



ctgaaccttc 
cttcaagtcc 
tggtgacttg 
attgattcac 
taccatggaa 
ggactcctac 
get go cage c 
cacgcgtctg 
agcggccttc 
ctgccgcttc 



ctgtcctcgc 
ttggcatagg 
cctggagatg 
caggcaccca 
gctgacc tgg 
ccccaaggtg 
aatgggt tga 
gcgctgctcc 
cagatcctag 
tactacttcc 



ctgtaaagta 
ataattactc 
cacagcaccg 
ctccgtgtcc 
gtgccactgg 
gctgggaeac 
tggcgtggct 
tgctcagcct 
agatccggca 
tatggggcgt 



gattgtatga 
aaaaggtgat 
tctctcccat 
agcaggactc 
ccacaggccc 
ggtcttcctg 
ggccggctcc 
ggccctctct 
tgggggacac 
gtcctactcc 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 



41/48 



wo 01/42288 



PCT/DSOO/33382 



tccggcctct 
cactggtacc 
gtgctggcca 
tacgacctgg 
gaggtcctgg 
gccacagcct 
cgtgtggcca 
cagctgctct 
ctggtcta.ct 
atggccagtg 
ctctgcgagg 
€ra0?9tccaa 
cagcctcagg 
aaccctacgg 
cagccacagt 
cctgctgcca 
cctaccccag 
agcagcaccc 



tcctgctggc 
ctgggcaccg 
cactcttcag 
tcatctgcct 

gtcgcacctg 

ggaccattct 

acctggcctt. 

ccgactacct 

ccgacctccg 

agcggccggg 

ctctgccaga 

tgaaccccac 

cccagccaca 

cagattctgt 

gttctgtgcc 

gggcccttga 

cgccagaggc 



cgccctcagc 
cccagtccgc 
cgtgccctgg 
ggacttctgg 
gcctttcctc 
ccaccgccaa 
gtcagcctat 
cctgtgggac 
gatcctactc 
gaccctgctg 
cagcttcacg 
gccgatggca 
actccagcca 
gtcggatccc 
ggcccagcca 
cagtccctgt 
ggacccagcc 
ggc c c cgi^gc 



ctcgaccgct 
ctgcccctct 
ctggtcttcc 
gacagcgagg 
ctgctgctcg 
cagcagcccg 
gtggtcctga 
gtctactctg 
aacagctgcc 
cgctccgtgc 
cccaccgagc 
gaggcccagt 
cgaticggatc 
acagcccagc 
caggcatgaca 
gatgaagctt: 
acacctcctg 
gcaggcccca 



gcctgctggc 
gggtctgcgc 
ccgaggctgc 
agctgtcgct 
tctgccacgt 
cagcctgccg 
ggctgcccta 
gctacctgct 
tcagcccctt 
tctcgtcctt 
cacagaccca 
cacaga^gga 
ccacagctca 
cacagctgaa 
ctaacgtcca 
ccccaacccc 
cctctgaagg 
cgtga 



gctgtgccca 
cggtgtctgg 
cgtctggtgg 
gaggatgctg 
gctcacccag 
gggcttcgcc 
ccagctggcc 
ctgggaggcc 
cctctgcctc 
cgcggcagct 
gctagactct 
tcctgtggcc 
gccacagcCg 
cctcatggcc 
gacccctgca 
atcctcgcat 
agaaagcccc 



660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1665 



<210> 63 
<211> 1609 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc„f eatux© 

<223> Incyt© ZD No: 3744167CB1 



<400> 63 

tctccttttg 

tggcatcaag 

tgatggacag 

aatccctgct 

gtgtcctgta 

ctgagctgga 

gggctgcctg 

cgaccgc tgg 

ctcacgocgc 

tgcaaggcgg 

ctgctcagcc 

age c cggc c c 

gtcccggccg 

tcgccggtcc 

ttcgggctga 

ggctccgggc 

ggcttgctct 

ccaccggaag 

acggccttgg 

gatctgctgc 

gcccgagggg 

aaagtggtgg 

ccggaatggg 

ccccccaccc 

gagtttggat 

actgagggat 

ggcatgtacc 



ccgattagt:g 
actttagctt 
ttgcatggaa 
ttcctgccaa 
ggcccagaag 
agacttcgcg 
gcaacggctt 
cggc cacgct 
tctttgtggc 
tgtactacgt 
Cgcagcgctg 
tggcccgccg 
ccgtctaccg 
acgccgccgc 
tgctcggctg 
ggcacggggc 
gggcccccta 
gggccttggc 
ccttcttcag 
cccgggcagg 
gcggccgctc 
ggcagggccg 
acctttgaca 
accctccaga 
ctggctgggt 
tatgagggtg 
catgtgccag 



gacgtgacag 
ctggtgcgct 
gctgagactc 
ggatccttgt 
gatgtcggtc 
ggccacaggc 
cgtggtgtgg 
tgtgctgcac 
cttcctgacc 
gtgcgcgctc 
cctcgcagtc 
cctgctgctg 
ccacctgfcgg 
ccacctgagc 
ctacagcgtg 
gcgggtgggc 
ccacgcagtc 
gaagctgggc 
ttctagcgtc 
tccccgtttc 
tagggaaggg 
cggcaatgga 
gcagacccta 
ggtcagtgtt 
aggattac1:a 
gtgafeggtcc 
cactgcttac 



agatgtgaat 
gtgtcccagc 
tcactgacag 
agggtccccc 
tgctaccgtc 
acagccttcc 
agcttggcgg 
ctggcgctgg 
cggcaggcct 
agcatgtacg 
acccgcccct 
gcggtctggc 
agggaccgcg 
ctggagactc 
acgctggcac 
cggGt.ggtga 
aacctitccgc 
ggagccggcc 
eiacccggtgc 
ctcacgcggc 
accaUggagc 
gacccggggg 
caacctgctg 
ctgggacatt 
tacacttggg 
ctgttaagga 
ttgttgccaa 



<210> 64 

<211> 945 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_£oacxire 

<223> incyte ID No: 7472007CB1 



ggggcaggga 
tctgatttca 
tgaaaccctc 
agct:tcccca 
ccccagggaa 
tgccgctggc 
gctggcggcc 
ccgacggcgc 
ggccgctggg 
ccagcgtgct 
tcctggcgcc 
tggccgccct 
tatgccagct 
tgaccgcttt 
ggctgcgggg 
gcgccatcgt 
aggcggtcgc 
aggcggcgcg 
tctacgtctt 
tcttcgaagg 
tccgaactac 
gtgggatgga 
cccttccctg 

tggggaccct 

gcaggcccag 
ctattgtgtg 
tagctgtta 



tgtcctttga 
gttgcagccg 
aaatgaacac 
ctttttttct 
cgagacactg 
ggcgctgctg 
tgcacggggg 
ggtgctgctg 
ccaggcgggc 
gctcaccggc 
fccggctgcgc 
gttgctcgcc 
gtgccacccg 
cgtgcttcct 
cgcccgctgg 
gcttgccttc 
agcgctggct 
agcgggaact 
caccgctgga 
ctcdggggag 
ccctcagctg 
gaaggacggt 
tccctttcca 
tctttgacta 
gctccticcaa 
cttgcaagtt 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

9 00 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1609 



<400> 64 



42/48 



